It is crucial to regularly monitor the infectivity and genetic polymorphism of Anopheles sp in endemic areas for early detection and accurate rapid response planning of indigenous malaria transmission. The Kokap Sub-District has the highest number of malaria cases in the Kulon Progo District. Its five villages showed diverse malaria endemicities. Anopheles maculatus was pointed out as the main vector and An. vagus as a suspect vector. The purpose of this investigation was to examine whether the populations of these two species were different with regard to infectivity and genetic polymorphism in villages that were high endemic (HEV) and low endemic (LEV).
